Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.049; wR factor = 0.138; data-to-parameter ratio = 22.2.
In the title compound, C 19 H 11 N 3 O 2 SClBr, the chromene ring system and the thiazole ring are each approximately planar, with maximum deviations of 0.033 (3) Å and 0.006 (3) Å , respectively. The molecule adopts an E configuration about the central C N double bond. The central thiazole ring makes dihedral angles of 9.06 (14) and 12.07 (11) with the chloro-substituted phenyl ring and the chromene ring, respectively. The molecular structure features a short C-HÁ Á ÁO contact, which generates an S(6) ring motif. The crystal structure is stabilized by intermolecular N-HÁ Á ÁO hydrogen bonds, which link the molecules into chains along the b axis.
stacking interactions [centroid-centroid distance = 3.4813 (15) Å ] are also present.
Related literature
For the biological activity and applications of thiazolyl coumarin derivatives, see: Samsonova et al. (2007) ; Bullock et al. (2009) ; Siddiqui et al. (2009) ; Kalkhambkar et al. (2007) ; Kamal et al. (2009) ; Desai et al. (2008) . For the synthesis of the title compound, see: Bakkar et al. (2003) ; Vijesh et al. (2010) . For graph-set notation, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009) . 
Experimental

Comment
Thiazolyl coumarin derivatives are reported to be associated with diverse applications. They have industrial applications as fluorescent probes, laser dyes (Samsonova et al., 2007) and luminescents (Bullock et al., 2009) . They also exhibit a variety of biological activities as anticonvulsants (Siddiqui et al., 2009) , analgesics, anti-inflammatory (Kalkhambkar et al., 2007) and antimicrobial agents (Kamal et al., 2009; Desai et al., 2008) . The title compound is a new derivative of thiazolylcoumarin. We present here its crystal structure.
The molecular structure of the compound, (I), displays a trans configuration with respect to the C13═N3 double bond.
The chromene (O1/C1-C9) ring system and thiazole (S1/N1/C10-C12) ring are approximately planar, with the maximum deviation of 0.033 (3) Å for atom C2 and 0.006 (3)Å for atom C12, respectively. The central thiazole (S1/N1/C10-C12) ring makes dihedral angles of 9.06 (14)° and 12.07 (11)° with the chloro-substituted phenyl (C14-C19) ring and the chromene (O1/C1-C9) ring, respectively.
In the crystal packing (Fig. 2) , the molecular structure is stabilized by an intramolecular C-H···O (Table 1) hydrogen bond which generates an S(6) (Bernstein et al., 1995) ring motif. Furthermore, the crystal structure is stabilized by intermolecular N-H···O hydrogen bonds which link the molecules into chains parallel to the b-axis. π···π [centroid-centroid distance = 3.4813 (15) Å; 1/2-X, 1/2-Y, 2-Z] stacking interactions between the thiazole (S1/N1/C10-C12) and pyran (O1/ C3-C7) rings are also observed. (Bakkar et al., 2003) and 6-bromo-3-(2-bromoacetyl)-2H-chromen-2-one (Vijesh et al., 2010) were synthesized as reported in the literature. The title compound (I) was obtained by the cyclocondensation of 4-chlorobenzylidene thiosemicarbazone with 6-bromo-3-(2-bromoacetyl)-2H-chromen-2-one. A solution of 6-bromo-3-(2-bromoacetyl)-2H-chromen-2-one (2.5 mmol) and 4-chlorobenzylidene thiosemicarbazone (2.5 mmol) in chloroformethanol (2:1) was refluxed for 2 hours at 60°C to yield a dense yellow precipitate. The reaction mixture was cooled in ice bath and basified with ammonia to pH 7-8. The title compound (I) was recrystallized from ethanol-chloroform (1:2) to give yellow block like crystals.
Experimental
4-chlorobenzylidene thiosemicarbazone
Refinement
Atom H1N2 was located from a difference Fourier map and refined freely [N-H = 0.81 (4) Å]. The remaining H atoms were positioned geometrically [C-H = 0.93 Å] and were refined using a riding model, with U iso (H) = 1.2 U eq (C). The highest residual electron density peak is located at 1.20 Å from Br1 and the deepest hole 0.91 located at from Br1. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
